Proceedings of the XLIX Italian Society of Agricultural Genetics Annual Congress
Potenza, Italy — 12/15 September, 2005
ISBN 88-900622-6-6

Poster Abstract - B.44

NMR-BASED METABONOMIC STUDY OF TRANSGENIC MAIZE

C. MANETTI*, C. BIANCHETTI*, M. BIZZARRI**, L. CASCIANI*, C. CASTRO*,
G. D’ASCENZO*, M. DELFINI*, M.E. DI COCCO*, A. LAGANA*, A. MICCHELI*, M. MOTTO***
F. CONTI*

*) Dipartimento di Chimica, Universita degli Studi di Roma “La Sapienza”

**) Dipartimento di Medicina Sperimentale e Patologia, Universita degli Studi di Roma “La Sapienza”
***) Istituto Sperimentale per la cerealicoltura, Sezione di Bergamo, Via Stezzano 24, 24126 Bergamo,
Italy — motto@ischg.it

maize, metabonomics, nuclear magnetic resonance, assay for genetic modification

The aim of this research was to verify the possibility of identifying and classifying maize seeds obtained
from transgenic plants, in different classes according to the modification, on the basis of the concerted
variation in metabolite levels detected by NMR spectra. It was possible to recognise the discriminant
metabolites of transgenic samples as well as to classify non-a priori defined samples of maize. It is
important to underline that the obtained results are useful to point out the metabolic consequences of a
specific genic modification on a plant, without using a targeted analysis of the different metabolites, in
fact is was possible to classify the seeds also without the complete assignment of the spectra. The analysis
was performed by applying multivariate techniques /principal component analysis and partial least
squares-discriminant analysis) to NMR data.



